Assignment 6		Name:____________________

		Section:___________________
Verifying the gene model using the Gene Model Checker
Steps 5 and 6
(10 pts) Gene Model Checker:
a. Take a screenshot of your passed gene model checker page for your report (including both the left and right sides of the screen).
b. Explain any excused failures 

[bookmark: _GoBack]

(10 pts) Dot Plot
a. Take a screen shot of your dot plot and paste it into your report. 
b. Discuss any problems with your gene model that you have noticed from the dot plot.







(10 pts) Protein Alignment
a. take a screenshot of the sequence alignment. You may need to scroll down, and break it up into several screen shots to obtain the entire alignment.
b. does the overall length of your predicted sequence match well to the D. melanogaster ortholog? Are there large gaps (-------) in the alignment? If there are gaps, do these gaps map to a boundary between exons or in the middle of the exon? What can this mean?













(10 pts) GEP UCSC Genome Browser verification
a. Take of screen shot of the genome browser for your custom gene model and paste it in your report. Take three screen shots: one for the whole gene model (Custom Gene Model), one screenshot for the beginning of the gene and another for the end the gene.  Annotate (with an arrow) on the gene the START CODON and THE END CODON.  












(10 pts) Conclusions
What do you conclude about your gene in terms of
a) Number of exons related to its orthologue in melanogaster
b) The identity and similarity related to its orthologue in melanogaster
c) Did the gene diverge from its orthologue in melanogaster?
d) How useful was the melanogaster gene model in figuring out the gene model for your isoform in the D. ananassae contig?
